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0 Analysis for the biological functions of food factors using human cell linesO
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(Hirofumi Tachibana)
gboooooooood

[ Summary ]

Many functional food-derived factors that can modulate physiological systems of our
body (i.e., endocrine, nerve, and immunological systems) have been clarified, and these
factors have been applied to create "functional foods". With respect to immunological
modulation, close attention is paid to how to suppress allergy, and the screening of
the anti- or pro-allergic factors in foodstuffs has been performed. Tea (Camellia
sinensis), one of today's most popular beverages, contains various substances. A
number of studies have shown that tea has a wide range of biological effects. Therefore
we focused on tea leaves as a promising source for effective anti-allergic agents. To
search for molecules that are able to suppress IgE synthesis, degranulation and high
affinity IgE receptor expression, we examined various substances purified from tea for
their effects on these aspects. Here we describe the identification of anti-allergic
molecules found in tea leaves by using human cultured cell lines.
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Fig.1 Structures of anti-allergic factors in green tea.
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Fig.2 Strictinin inhibits IL-4-induced ¢GT expression in human peripheral
blood mononuclear cells.
The peripheral blood mononuclear cells from either healthy or atopic
donors were treated with IL-4 with or without Strictinin (25 pM) for
48 h, and then assessed for levels of eGT.
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Fig.3 Oral administration of Strictinin decreases specific IgE antibody
response in ovalbumin-immunized mice.
C57BL/6l mice injected intraperitoneally with ovalbumin were
administrated water containing (+) or not containing (-) Strictinin every
2 days for 8 days. Two months after immunization, the amount of
ovalbumin-specific IgE, IgM, and IgG in the sera was measured.
Results are expressed in OD values.
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Fig.4 Strictinin inhibits tyrosine phosphorylation of STAT6.
DND39 cells were treated with strictinin (0, 25, 50, and 100 uM) in
the presence of IL-4 for 30 min as indicated. STAT6 was
immunoprecipitated, separated on a 8% SDS-PAGE, and
immunoblotted with the anti-phosphotyrosine antibody. Shown in
the lower panel are protein levels from the same filter blotted again
with the anti-STAT6 antibody.
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Fig.5 Analysis of the mRNA level for FceRI a, Band y in KU812 cells treated
with EGCg.
After treatment with 50 uM EGCg for 24 h, total RNA was isolated
from the cells. FceRI a, y and G3PDH mRNA were analyzed by RT-
PCR. Southern blotting using a specific probe for FceRI o, y and
G3PDH was performed to assess the PCR products.
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SOD Assay Kit-WST
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Fig.1 Endogenious SNPs typing using FRET
a) TDI assay, b) DOL assay
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Fig.2 SNPs typing using primer extention on a chip or microsphere
a)Oligo-Tag array, b) Primer array with single-base extention
c)Primer array with multi-base extention, d) Luminex assay
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Get pureDNA Kit-Blood, Get pureDNA Kit-Cell, Tissue
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Get pureDNA Kit-Agarose

200 samples 15,000 GKO01
Get pureDNA Kit-Blood

200 samples 28,500 GKO02
Get pureDNA Kit-Cell, Tissue

200 samples 28,500 GKO03
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Calcium Screening Kit
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Calcium Screening Kit (Fura 2, type A)
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Calcium Screening Kit(Fluo 3, trial version)

1set Request CS05
Calcium Screening Kit(Fluo 3, typeA)
2,000assays Request CS06
Calcium Screening Kit(Fluo 3, typeB)
2,000assays Request CSo07
Calcium Screening Kit(Fluo 3, typeC)
2,000assays Request CS08
Calcium Screening Kit(Fura 2, trial version)
1set Request CS02
Calcium Screening Kit(Fura 2, typeA)
2,000assays Request CS03
Calcium Screening Kit(Fura 2, typeB)
2,000assays Request CS04
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0 0 0 0 1-Bromo-2,5-bis(3-carboxy-4-hydroxystyryl)benzene
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